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[ Abstract]  Since the beginning of the COVID—-19 epidemic, the pathogen of COVID-19, SARS-CoV-2, has evolved
and mutated continuously, producing variants with different enhanced transmission and virulence, such as Alpha (B.1.1.7) ,
Beta (B.1.351) , Gamma (P.1) , Delta (B.1.617.2) and Omicron ( B.1.1.529 ) . An intensive study of the incubation
period of COVID-19 caused by different SARS—CoV-2 variants will contribute to tracing the origin of COVID-19, determining
the detention, quarantine and isolation time of close contacts, and timely improving measures for containing COVID-19. We
reviewed the major studies on the incubation period of COVID-19 caused by wild—type strains and different variants of SARS—
CoV=2,which estimated that the incubation period of COVID-19 caused by wild—type SARS—CoV-2 strains was 4—8( median 5.5 )
days. And that for COVID-19 caused by Beta or Gamma variant was generally similar to that by wild—type strains, about 5 days.
The incubation period of COVID-19 caused by Alpha, Delta and Omicron variants was shorter than that of other strains, which
was 4, 4 and 3 days, respectively.
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AL PEE T Delta 28 SRS — IR 4 d, 5%
RIWIH 5~6 d, 2 = AR AR A 10 d, Delta
A SR T R A A AL T B A B AR AR AR —
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e K
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ST EFREC o RS RS T Omicron 8 bk
6 4 FER DI, RA 1 B, 3 HIH
th 5 AAEE RIS H R 48 4 B 7E 2020 4E12
COVID-19. 6 {5 &Y% Omicron 28 kKGR  H43%
ek, FH Omicron 28 SERRAGIEE RN A 720",

2021-12-17 H6 ja8, B8 1 ki 7 AT 0 BL 30y ik O 2% A
TR & AR TR B B S HE IR X 1 A Omicron “#B 95
B po A RS 2 2021 4F 11 7 oK 18 BT B
ZEATII—A 100 A A SN IR %, A3 22 A kg
Omicron Z8 8k, F L4 1 & 9 W 3015 5 SPAE Y
N AR, fE L Bz uiE T, 66 il (59%) h
1512 Omicron 28 S 4R UL 9% B, 15 1) (14% ) 1 &E 2
Omicron A8 SRR GG ([ PCR FEME ) , HAFX )R
B b, 98% U458 &4 R COVID-19 BEWT, JRYL &
AR 36 % o AR iR R 5 R AR T AR IR SR X
WATE], XA REARAFEH], Omicron 28 S EEAGTE IR N
0~8 d, HIIREI N 3 d, T Delta FIHAL R AT
Delta 254k (PO RIA I 43 d F15.0d) o

i [ — IAF 9 40 A T 2021-11-24 % 2021-12-10
RILAY 80 151 Omicron 25 FARFHIE B, H 66 #iliRk &
SEPRRITICE; Omicron 28 SRR AR Z o, KE%
JEARERGL, 27.5% (22/80) TofiEtk, 7E 6.1 d (3N
WA EAESIET- B, WA 42 (2.0
~8.0) d¥,

zi F iR, M COVID-19 1% %) 4 &4, SARS-
CoV-2 FEAYNL S AWIHEL IR S, E BRI T £ Fl
AR SRR, R4S HAT Alpha, Beta, Gamma %5748 SRV TR
AW, FEEM . BN DERIERRAT, (H Delta 2553
PRE SN ERIEHATERE, Omicron Z8 SRR tAEHE 248k
ZAEG o WIS [R)AE S 18 T FR ST A2 e Pl S 30 1
BN, BEAERFIEAG TR SARS-CoV-2 BFA= BRI IR 1
K A~T7 d, PR EIZ M 5.36 do Beta, Gamma 28 5
PRADIE ORI 5 B A BRFEAZSAL, 2978 5 do Alpha, Delta
A1 Omicron 72 Sk 138 ORI ) 2 5K T HA B, 2050
had, 4dFf3d, WEE 1,
F 1Y SARS-CoV-2 N[ RE BRI A - TR IR o 0 R 100

Table 1 Average and median incubation periods of COVID-19 caused by
different strains of SARS-CoV-2
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